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Unravelling genetic markers of progression and metastases in Head and Neck
Cutaneous Squamous Cell Carcinoma

This research is complete and was enabled by grants including from ANZHNCS. The project
looked at the differential expression of genes of interest in the metastatic process. This was
achieved by using RNA from normal skin, primary cSCC and metastatic tumour deposits.
The RNA was processed using the Nanostring platform to identify variant expression patterns
in genes that we had previously identified as highly or recurrently mutated in our whole
genome sequencing of metastatic tumours.

An example of the Nanostring output is included to outline the nature of reports and the
utility of the platform and use of the ANZHNCS grant. Specifically, the grant paid for a
Nanostring run of primary vs metastatic tumours.
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The separation of tumour types related to their differential expression of these 2 genes of
interest is demonstrated. We have used this tool on 770 genes for in excess of 50 tissue
samples, generating a large pool of data for ongoing analysis.
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